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4 <110> APPLICANT: Turner, C. Alexander Jr. 

5 Yu, Xuanchuan 

6 Friddle, Carl Johan 

7 Miranda, Maricar 

8 Gerhardt, Brenda 

9 Mathur, Brian 

11 <120> TITLE OF INVENTION: Novel Human Ig-Domain Proteins and Polynucleotides Encoding 
the Same 

13 <130> FILE REFERENCE: LEX-0299-USA 
C--> 15 <140> CURRENT APPLICATION NUMBER: US/10/071,879 
C--> 15 <141> CURRENT FILING DATE: 2002-02-08 

15 <150> PRIOR APPLICATION NUMBER: US 60/267,583 

16 <151> PRIOR FILING DATE: 2001-02-09 
18 <160> NUMBER OF SEQ ID NOS : 11 

20 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 936 

24 <212> TYPE: DNA 

25 <213> ORGANISM: homo sapiens 

27 <400> SEQUENCE: 1 

28 atggcctttc ttgtggctca ccctatgcag tttgtgtatt tgttgacaac tttatgtgtt 60 

2 9 tttaatatgg tttttgccaa acttggtttt tccgagaccg tcttttctca gaggctcagt 120 

30 tttaccgtcc tatctgcagt cggctacttt cagtggcaga agaggccaca tctgcttcct 180 

31 gtaggccctc tgggcagaag catgcgctgg tgtctcctcc tgatctgggc ccaggggctg 240 

32 aggcaggctc ccctcgcctc aggaatgatg acaggcacaa tagaaacaac ggggaacatt 300 

33 tctgcagaga aaggtggctc tatcatctta caatgtcacc tctcctccac cacggcacaa 360 

34 gtgacccagg tcaactggga gcagcaggac cagcttctgg ccatttgtaa tgctgacttg 420 

35 gggtggcaca tctccccatc cttcaaggat cgagtggccc caggtcccgg cctgggcctc 4 80 

36 accctccagt cgctgaccgt gaacgataca ggggagtact tctgcatcta tcacacctac 540 

37 cctgatggga cgtacactgg gagaatcttc ctggaggtcc tagaaagctc agtggctgag 600 

38 cacggtgcca ggttccagat tccattgctt ggagccatgg ccgcgacgct ggtggtcatc 660 

3 9 tgcacagcag tcatcgtggt ggtcgcgttg actagaaaga agaaagccct cagaatccat 720 

40 tctgtggaag gtgacctcag gagaaaatca gctggacagg aggaatggag ccccagtgct 780 

41 ccctcacccc caggaagctg tgtccaggca gaagctgcac ctgctgggct ctgtggagag 840 

42 cagcggggag aggactgtgc cgagctgcat gactacttca atgtcctgag ttacagaagc 900 

4 3 ctgggtaact gcagcttctt cacagagact ggttag 936 

45 <210> SEQ ID NO: 2 

46 <211> LENGTH: 311 

47 <212> TYPE: PRT 

4 8 <213> ORGANISM: homo sapiens 

50 <400> SEQUENCE: 2 

51 Met Ala Phe Leu Val Ala His Pro Met Gin Phe Val Tyr Leu Leu Thr 

52 1 5 10 15 

53 Thr Leu Cys Val Phe Asn Met Val Phe Ala Lys Leu Gly Phe Ser Glu 
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<210> SEQ ID NO 


: 3 

























94 <211> LENGTH: 672 

95 <212> TYPE: DNA 

96 <213> ORGANISM: homo sapiens 

98 <400> SEQUENCE: 3 

99 atgatgacag gcacaataga aacaaegggg aacatttctg cagagaaagg tggctctatc 60 

100 atcttacaat gtcacctctc ctccaccacg gcacaagtga cccaggtcaa ctgggagcag 120 

101 caggaccagc ttctggccat ttgtaatgct gacttggggt ggcacatctc cccatccttc 180 

102 aaggatcgag tggccccagg tcccggcctg ggcctcaccc tccagtcgct gaeegtgaac 2 40 

103 gatacagggg agtacttctg catctatcac acctaccctg atgggacgta cactgggaga 300 

104 atcttcctgg aggtcctaga aagctcagtg gctgagcacg gtgccaggtt ccagattcca 3 60 

105 ttgcttggag ccatggccgc gacgctggtg gtcatctgea cagcagtcat cgtggtggtc 420 
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160 cctttgggag tattcacggg gctgtccaat ctcactaagc ttgacattag tgagaataag 420 

161 attgtcattt tactagacta catgttccaa gatctacata acctgaagtc tctagaagtg 480 

162 ggggacaatg atttggttta tatatcacac agggcattca gtgggcttct tagcttggag 540 

163 cagctcaccc tggagaaatg caacttaaca gcagtaccaa cagaagccct ctcccacctc 600 

164 cgcagcctca tcagcctgca tctgaagcat ctcaatatca acaatatgcc tgtgtatgcc 660 

165 tttaaaagat tgttccacct gaaacaccta gagattgact attggccttt actggatatg 720 

166 atgcctgcca atagcctcta cggtctcaac ctcacatccc tttcagtcac caacaccaat 780 

167 ctgtctactg tacccttcct tgcctttaaa cacctggtat acctgactca ccttaacctc 840 

168 tcctacaatc ccatcagcac tattgaagca ggcatgttct ctgacctgat ccgccttcag 900 

169 gagcttcata tagtgggggc ccagcttcgc accattgagc ctcactcctt ccaagggctc 960 

170 cgcttcctac gcgtgctcaa tgtgtctcag aacctgctgg aaactttgga agagaatgtc 1020 

171 ttctcctccc ctagggctct ggaggtcttg agcattaaca acaaccctct ggcctgtgac 1080 

172 tgccgccttc tctggatctt gcagcgacag cccaccctgc agtttggtgg ccagcaacct 1140 

173 atgtgtgctg gcccagacac catccgtgag aggtctttca aggatttcca tagcactgcc 1200 

174 ctttcttttt actttacctg caaaaaaccc aaaatccgtg aaaagaagtt gcagcatctg 1260 

175 ctagtagatg aagggcagac agtccagcta gaatgcagtg cagatggaga cccgcagcct 1320 

176 gtgatttcct gggtgacacc ccgaaggcgt ttcatcacca ccaagtccaa tggaagagcc 1380 

177 accgtgttgg gtgatggcac cttggaaatc cgctttgccc aggatcaaga cagcgggatg 14 4 0 

178 tatgtttgca tcgctagcaa tgctgctggg aatgatacct tcacagcctc cttaactgtg 1500 

179 aaaggattcg cttcagatcg ttttctttat gcgaacagga cccctatgta catgaccgac 1560 

180 tccaatgaca ccatttccaa tggcaccaat gccaatactt tttccctgga ccttaaaaca 1620 

181 atactggtgt ctacagctat gggctgcttc acattcctgg gagtggtttt attttgtttt 1680 

182 cttctccttt ttgtgtggag ccgagggaaa ggcaagcaca aaaacagcat tgaccttgag 1740 

183 tatgtgccca gaaaaaacaa tggtgctgtt gtggaagggg aggtagctgg acccaggagg 1800 

184 ttcaacatga aaatgatttg a 1821 

186 <210> SEQ ID NO: 6 

187 <211> LENGTH: 606 

188 <212> TYPE: PRT 

189 <213> ORGANISM: homo sapiens 
191 <400> SEQUENCE: 6 
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211 



145 



150 



155 



160 



212 Gly Asp Asn Asp Leu Val Tyr lie Ser His Arg Ala Phe Ser Gly Leu 

213 165 170 175 

214 Leu Ser Leu Glu Gin Leu Thr Leu Glu Lys Cys Asn Leu Thr Ala Val 

215 180 185 ~ 190 

216 Pro Thr Glu Ala Leu Ser His Leu Arg Ser Leu lie Ser Leu His Leu 

217 195 200 205 

218 Lys His Leu Asn lie Asn Asn Met Pro Val Tyr Ala Phe Lys Arg Leu 

219 210 215 220 

220 Phe His Leu Lys His Leu Glu lie Asp Tyr Trp Pro Leu Leu Asp Met 

221 225 230 235 240 

222 Met Pro Ala Asn Ser Leu Tyr Gly Leu Asn Leu Thr Ser Leu Ser Val 

223 245 250 255 

224 Thr Asn Thr Asn Leu Ser Thr Val Pro Phe Leu Ala Phe Lys His Leu 

225 260 265 270 

226 Val Tyr Leu Thr His Leu Asn Leu Ser Tyr Asn Pro lie Ser Thr lie 

227 275 280 285 

228 Glu Ala Gly Met Phe Ser Asp Leu lie Arg Leu Gin Glu Leu His lie 

229 290 295 300 

230 Val Gly Ala Gin Leu Arg Thr lie Glu Pro His Ser Phe Gin Gly Leu 

231 305 310 315 320 

232 Arg Phe Leu Arg Val Leu Asn Val Ser Gin Asn Leu Leu Glu Thr Leu 

233 325 330 335 

234 Glu Glu Asn Val Phe Ser Ser Pro Arg Ala Leu Glu Val Leu Ser lie 

235 340 345 350 

236 Asn Asn Asn Pro Leu Ala Cys Asp Cys Arg Leu Leu Trp He Leu Gin 

237 355 360 365 

238 Arg Gin Pro Thr Leu Gin Phe Gly Gly Gin Gin Pro Met Cys Ala Gly 

239 370 375 380 

240 Pro Asp Thr He Arg Glu Arg Ser Phe Lys Asp Phe His Ser Thr Ala 

241 385 390 395 400 

242 Leu Ser Phe Tyr Phe Thr Cys Lys Lys Pro Lys He Arg Glu Lys Lys 

243 405 410 415 

244 Leu Gin His Leu Leu Val Asp Glu Gly Gin Thr Val Gin Leu Glu Cys 

245 420 425 430 

24 6 Ser Ala Asp Gly Asp Pro Gin Pro Val He Ser Trp Val Thr Pro Arg 

247 435 440 445 

248 Arg Arg Phe He Thr Thr Lys Ser Asn Gly Arg Ala Thr Val Leu Gly 

249 450 455 460 

250 Asp Gly Thr Leu Glu He Arg Phe Ala Gin Asp Gin Asp Ser Gly Met 

251 465 470 475 ' 480 
2 52 Tyr Val Cys He Ala Ser Asn Ala Ala Gly Asn Asp Thr Phe Thr Ala 

253 485 490 495 

254 Ser Leu Thr Val Lys Gly Phe Ala Ser Asp Arg Phe Leu Tyr Ala Asn 

255 500 505 510 

256 Arg Thr Pro Met Tyr Met Thr Asp Ser Asn Asp Thr He Ser Asn Gly 

257 515 520 525 

258 Thr Asn Ala Asn Thr Phe Ser Leu Asp Leu Lys Thr He Leu Val Ser 

259 530 535 540 
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